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Whitetop (Lepidium draba)

aka Hoary Cress
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Spread, persistence, and efficacy
of control are determined in part
by reproductive strategies
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We examined the relationship
between clonality and
environmental variables in the
South Platte River Basin
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environmental variation
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predict environmental
similarity
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Clonal patch No clones

Site N | G | MLGN

O 1 || 20| 07
2 | 30| 13| 04

3 |30 20| 07

4 | 30| 15 0.5
OB | a0 | 15 0.5
V O | 30| 24 0.8




Subplot clonal incidence
clonal richness
ACross sites

Clones in| Subplot

Site N G MLG/N | subplots| clones

e O 1|s|20| 07 7 0.47
. 2 3|13| 04 9 | 0.60

33|20 07 8 | 053

. 4|3 |15| 05 | 12 | 0.80

: & 5l315| o5 7 | 047
) = V O630|24| 08 | o | 0.00
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Which factors explain subplot
clonality and stem count!?

Compared factors in a multi-
model framework with a
generalized linear model:

* Soil nutrients

* % sand

* % cover

* 7% bare ground

* Site as random effect (or
not)
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model framework with a
generalized linear model:



Soil characters that distinguish sites not
necessarily correlated with clonality™
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Populations Genetic similarity reflects river

- travel, a possible mechanism of
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Clonality was associated with
K, & CEC

Can measure clonality across
sites at the subplot scale;
Spread within site may be
largely clonal, across site by

seed

If mite feeds on stems,
belowground spread within
site may not be contained
Common gardens and more
sites across bigger gradients
in the works
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